Reciprocal Affinity Depletion (RAD) Method
to find proteomic differences between normal and disease
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The eluents are greatly enriched in proteins differing between the tissues.
Comparison by 2D gel electrophoresis to find all-or-nothing and quantitative
differences becomes straightforward. The proteins of interest may be
subsequently identified by mass spectrometry.

RAD is a proprietary proteomic technology developed by GeneTel with patent pending
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